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________________________________________________________________________ 1 awk – format fields
Write a shell script named Treelist, that recursively lists all the files in a specified directory (given as a parameter).  Recursive means that for a given directory, list all of the files and subdirectories in that directory. If there are no subdirectories, then you are done.  If there are subdirectories, list all the files and subdirectories of each subdirectory, and so on, until only files are listed.  This requires a script that calls itself recursively. 
The command and output should look like the following example:

$ Treelist /usr/katz/Assignment1

Dir1    Dir11   file111

                file112

                file113

        file11

        file12

        file13

Dir2    file21

        file22

        file23

        file24

README1.216.txt
---------------- do not name script *tree*, since a commandname ‘tree’ will take over

---------------- (did not make it recursive – had an error; it works only for 3 columns)

#! /bin/sh





USAGE=" Usage: Treelist <dirname>"

if [ "$#" -ne 1 -o -f "$1" ]; then

   echo $USAGE ; exit 1

fi
cd $1

find * |

awk -F/ '{

  if ($1 != prev)

     prev = $1

  else

     $1 = ""

}

{

  if ($2 != prev2)

     prev2 = $2

  else

     $2 = ""

print $1 "\t" $2 "\t" $3

}'

-----------------------output:

$ Treelist Dir0

Dir1

        Dir11

                file111

                file112

                file113

        file11

        file12

        file13

Dir2

        file21

        file22

        file23

        file24

README1.txt

____________________________________________________________________________ 2
Suppose you have a file fishcooking, in which each line consists of two fields. Assume the file is randomly ordered. Based on this, you want to create a new output file that lists out 

fishcooking in hierarchical fashion, letting the first field be a primary key and the second field be the secondary key, which becomes indented. The output should be ordered according to the first field, and then the second field value.  
Write a script using sort and awk to accomplish this.

$ cat fishcooking

Sardines Grilled

Scallops Fried

Scallops Deviled

Salmon Spiced

Scallops Scalloped

Salmon Smoked

Sardines Creamed

Salmon Steamed

The output for this exercise should look like:

Salmon

        Smoked

        Spiced

        Steamed

Sardines

        Creamed

        Grilled

Scallops

        Deviled

        Fried

        Scalloped
----------------------
#! /bin/sh

USAGE=" Usage: fish <filename>"

if [ "$#" -ne 1 -o -d "$1" ] ; then

   echo $USAGE ; exit 1

fi

sort $1 |

awk '{

if (prev != $1)

  { print $1; prev = $1; }

if (prev == $1)


#Katz ==   

  print "\t" $2

}'  

